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<210> 
<211> 
<212> 
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12 
PRT 



<213> Artificic 
<220> 

<223> synthetic 
<400> 



sequence 



Leu Leu lie 
1 



Le Ala Leu Leu Leu Leu Phe Ala Leu 
5 10 



<210> 2 

<211> 12 

<212> PRl 

<213> Artificial sequence 



<220> 
<223> 

<400> 



Synthetic 



Leu Le/U lie' lie Ala Leu Leu Leu Leu lie Ala Leu 
1/5 10 



<2103^ 3 
<21li> 12 
<212> PRT 
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<220> 

<223> stability sequence 



<220> 

<221> MISC_FEATURE 

<222> (3).. (6) 

<223> "Xaa" at postions 



to 6 can be any amino acid. 



<400> 7 



Met Gly Xaa Xaa Xaa /aa Gly Gly Pro Pro 
1 5 / 10 
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